In the crystal structure of the title compound, each Ag + cation is three-coordinated by one O atom from the 2-amino-5chlorobenzenesulfonate anion and two N atoms from two different 3-methylisoquinoline ligands in a slightly distorted trigonal-planar geometry (Fig. 1) . The Ag-O distances of 2.645 (7) Å and 2.630 (9) Å, and the Ag-N distances in the range 2.158 (10) -2.200 (9) Å are similar to whose within the previous reports (Li et al., 2007; Mišek et al., 2008; Shimizu et al., 1999; Wang et al., 2007) . A network of intermolecular N-H···O hydrogen bonding interactions generates an one-dimensional chain (Fig 2) .
The title compound, [Ag(C 6 H 5 ClNO 3 S)(C 10 H 9 N) 2 ], crystallizes with two independent molecules in the asymmetric unit. The Ag + cation is three-coordinated by one O atom from the 2-amino-5-chlorobenzenesulfonate anion and two N atoms from two different 3-methylisoquinoline ligands in a slightly distorted trigonal-planar geometry. In the crystal, network of intermolecular N-HÁ Á ÁO hydrogen-bonding interactions generates a chain along [100] .
Related literature
For related structures, see: Li et al. (2007) ; Mišek et al. (2008) ; Wang et al. (2007) ; Shimizu et al. (1999) .
Experimental

Crystal data
[Ag(C 6 H 5 ClNO 3 S)(C 10 H 9 N) 2 ] M r = 600.68 Orthorhombic, Pca2 1 a = 21.184 (2) Å b = 14.7095 (10) Å c = 15.6602 (10) Å V = 4879.8 (6) Å 3 Z = 8 Mo K radiation = 1.06 mm À1 T = 293 K 0.23 Â 0.19 Â 0.17 mm
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multiscan (SADABS; Sheldrick, 1996) T min = 0.779, T max = 0.831 13070 measured reflections 8349 independent reflections 3592 reflections with I > 2(I) R int = 0.086 Refinement R[F 2 > 2(F 2 )] = 0.056 wR(F 2 ) = 0.124 S = 0.81 8349 reflections 641 parameters 16 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.85 e Å À3 Á min = À0.67 e Å À3 Absolute structure: Flack (1983) , 3745 Friedel pairs Flack parameter: À0.06 (4) Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Ag1 0.25032 (4) 0.63381 (6) 0.06884 (7) 0.0513 (2) Ag2 0.27564 (4) 0.13421 (6) 0.07551 (6) 0.0542 (3) C1 0.2390 (5) 0.5454 (7) 0.2400 (7) 0.038 (3) (6) C21 0.0488 (5) 0.0799 (7) 0.0542 (7) 0.035 (3) supplementary materials sup-6 C9 0.045 (9) 0.058 (9) 0.028 (7) 0.010 (7) −0.007 (6) −0.003 (7) C10 0.055 (9) 0.071 (10) 0.044 (8) 0.015 (7) 0.006 (7) 0.011 (7) C11 0.041 (9) 0.048 (9) 0.065 (10) 0.009 (7) 0.009 (7 (9) C21 0.046 (7) 0.035 (7) 0.024 (7) −0.007 (5) −0.005 (5) −0.001 (6) C22 0.054 (7) 0.039 (7) 0.050 (8) −0.007 (5) 0.014 (8) 0.005 (8) C23 0.070 (10) 0.017 (7) 0.059 (9) −0.018 (7) 0.021 (8) −0.004 (7) C24 0.049 (8) 0.051 (10) 0.034 (7) −0.014 (7) 0.006 (6) −0.009 (7) C25 0.031 (7) 0.051 (9) 0.044 (8) −0.006 (6) 0.004 (6) −0.006 (7) C26 0.043 (7) 0.030 (7) 0.038 (7) 0.001 (6) 0.001 (6) 0.006 (7) C27 0.032 (7) 0.047 (8) 0.028 (7) 0.002 (6) −0.004 (5) −0.001 (7) C28 0.051 (8) 0.041 (8) 0.053 (9) −0.003 (6) −0.007 (6) 0.012 (7) C29 0.064 (9) 0.040 (9) 0.044 (9) −0.003 (7) 0.006 (7) 0.009 (7) C30 0.046 (8) 0.055 (10) 0.031 (7) 0.002 (7) −0.001 (6) 0.003 (6) C31 0.035 (6) 0.030 (7) 0.042 (7) −0.005 (5) 0.000 (5) −0.009 (6) C32 0.043 (8) 0.048 (9) 0.024 (7) −0.003 (6) −0.003 (5) −0.009 (6) C33 0.046 (9) 0.042 (8) 0.039 (8) 0.009 (6) 0.001 (6) −0.001 (7) C34 0.065 (11) 0.047 (9) 0.023 (8) 0.001 (8) 0.008 (7) −0.008 (7) C35 0.060 (10) 0.061 (10) 0.055 (10) 0.011 (8) −0.004 (8) 0.012 (8) C36 0.071 (11) 0.052 (10) 0.060 (10) 0.010 (8) −0.012 (8) −0.004 (9) C37 0.102 (11) 0.037 (9) 0.053 (10) 0.008 (9) −0.001 (9) 0.009 (8) C38
0.097 (10) 0.036 (8) 0.042 (9) −0.010 (8) 0.020 (8) 0.000 (7) C39 0.090 (10) 0.023 (7) 0.035 (9) 0.003 (8) 0.019 (8) −0.005 (6) C40 0.054 (11) 0.043 (10) 0.075 (12) −0.007 (8) 0.028 (9) 0.005 (9) C41 0.043 (8) 0.028 (8) 0.063 (10) −0.008 (6) 0.007 (7) 0.006 (7) C42 0.064 (8) 0.076 (10) 0.047 (9) −0.012 (8) 0.003 (7) 0.016 (8) C43 0.047 (9) 0.063 (10) 0.034 (7) 0.005 (7) −0.011 (6) 0.014 (7) C44 0.053 (10) 0.038 (7) 0.042 (7) −0.006 (7) −0.006 (7) 0.003 (8) C45 0.035 (9) 0.049 (10) 0.063 (10) −0.008 (7) −0.004 (7) 0.009 (8) C46 0.060 (8) 0.058 (10) 0.067 (11) −0.003 (8) 0.009 (7) 0.006 (9) C47 0.091 (8) 0.035 (8) 0.050 (9) −0.012 (8) −0.007 (7) 0.011 (7) C48 0.052 (7) 0.048 (9) 0.060 (10) 0.009 (7) −0.021 (6) 0.008 (8) C49 0.056 (9) 0.030 (8) 0.043 (9) −0.006 (7) −0.004 (7) −0.002 (7) C50 0.041 (9) 0.048 (9) 0.063 ( 0.050 (7) 0.035 (6) 0.039 (6) −0.001 (5) −0.004 (5) 0.008 (5) supplementary materials sup-7 N4 0.051 (7) 0.043 (7) 0.035 (6) −0.001 (5) 0.005 (5) 0.007 (5) N5 0.077 (8) 0.048 (8) 0.046 (7) 0.003 (7) 0.007 (6) −0.004 (6) N6 0.091 (9) 0.029 (7) 0.049 (7) 0.001 (6) 0.003 (6) 0.020 (5) O4 0.122 (9) 0.057 (7) 0.057 (7) 0.016 (6) 0.022 (6) 0.023 (5) O5 0.203 (11) 0.082 (7) 0.045 (6) −0.020 (7) −0.047 (8) 0.022 (6) O6 0.061 (7) 0.154 (11) 0.083 (7) 0.017 (7) 0.022 (5) 0.055 (7) (14) O5-S3 1.437 (10) C25-Cl2 1.729 (12) O6-S3 1.441 (9) C26-H92 0.9300 O7-S1 1.440 (7) C27-N5 1.384 (13) O8-S1 1.466 (8) C27-C28 1.394 (14) O9-S1 1.442 (8) Hydrogen-bond geometry (Å, °) 
